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THE IVY GLIOBLASTOMA ATLAS PROJECT
FACT SHEET
	ABOUT THE ATLAS PROJECT
	The Ivy Glioblastoma Atlas Project (GAP) is a cross-institutional collaboration to map the cellular and genetic makeup of the most aggressive type of brain tumor - glioblastoma (GBM). Funded by a $4.4 million research award from the Ben and Catherine Ivy Foundation, this atlas project is the world’s first anatomic gene expression atlas for GBM. Once complete, data from the project will be available online for free use by the global medical and scientific community. The goal is to accelerate brain cancer research in order to develop effective therapies. 


	THE TEAM
	The atlas project is a unique collaboration between two leading brain research institutions and a non-profit foundation :

· Ben and Catherine Ivy Foundation based in Palo Alto, Calif. 
· Swedish Neuroscience Institute’s newly named Ben and Catherine Ivy Center for Advanced Brain Tumor Treatment in Seattle, Wash.
· Allen Institute for Brain Science based in Seattle, Wash. 


	GENES TO BE ANALYZED
	· At The Ivy Center for Advance Brain Tumor Treatment, the research team will conduct a full genomic analysis of each tumor sample collected.
· Researchers at the Allen Institute will study expressions of 1,000 carefully selected genes in their anatomic context.  
· 100 brain tumor stem cell associated genes will also be analyzed. 


	THE PROCESS
	Tumor samples will be collected at the Ivy Center for Advanced Brain Tumor Treatment from 64 newly diagnosed patients with brain cancer. Participating patients will also have MRI scans to document the location of the tissue sample within the entire tumor mass. The scans will help scientists to correlate physiologic measurements of tumor characteristics (e.g., cerebral blood flow and perfusion) with anatomic imaging (i.e., tumor size and location in the brain).
Using the targeted MRI image and a virtual map of the brain, the Ivy Center for Advanced Brain Tumor Treatment team will remove each tumor in full. Once the tumor samples are collected, the team will pinpoint the desired tissue sample. A full genomic analysis will be performed in each tumor tissue sample and integrated into a comprehensive clinical database. Then, the samples will be sent to the Allen Institute for study where the tumor tissue will be sliced into extremely thin strips, processed using “in situ hybridization” and digitally photographed. Each of the photos will be reassembled in a computer model where researchers will plot the cells and gene location. In addition to the gene analysis, researchers will collect clinical information from the patients to correlate the findings with treatment outcomes throughout the study. The final atlas project will be uploaded to the Internet for worldwide use. 



	IMPLICATIONS
	GBM is a highly heterogeneous disease, meaning that brain cancer is unique to everyone. As such, the development of personalized patient therapies depends on an improved understanding of the molecular differences in malignant brain tumors. This type of information will allow doctors and researchers to correlate tumor differences with treatment response in each patient. 


	IMPORTANCE
	There exists abundant gene expression data in published scientific literature. While this information is important, interpretation of the data is challenging in part because the analyses are from whole tissue samples and therefore does not distinguish cell types and where within the tumor the genes are functioning abnormally.
Knowledge of anatomic location of gene expression is expected to provide functional context and more comprehensive understanding of tumor biology and tumor heterogeneity—essentially, scientists will actually see where the gene is expressed in relation to the activities that are important to understanding the unique characteristics of the tumor.  Information discovered in the atlas will accelerate research and discovery because it will allow scientists worldwide to really focus in on the genes that are most important to target in developing treatments.


	TIMELINE
	Research on the atlas project begins in October 2009 and will be completed by 2013. Importantly, the data generated will be made freely available to the public at scheduled intervals throughout the project period. This offers researchers the opportunity to mine the data before the project concludes, which can help to accelerate brain cancer research and discovery while the research is still being conducted.


	FACTS ABOUT BRAIN CANCER
	· GBM is one of the most aggressive cancers. 

· Over 20,000 people in the U.S. are diagnosed with brain cancer each year.

· The average survival rate for patients with GBM is only one to two years.

· GBM survival rates have not significantly changed in the last 20 years.

· Only three new treatments for brain tumors have been FDA approved in the past 25 years.



	WEB SITE


	The atlas project data will be available online at www.brain-map.org.

	MEDIA CONTACT
	Aaron Blank, The Fearey Group,aaronblank@feareygroup.com, (206) 343-1543, @SeattleBlank
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